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<110> 
<120> 



<130> 
<140> 
<141> 
<150> 
<151> 
<150> 
<151> 
<160> 
<170> 
<210> 
<211> 
<212> 
<213> 
<220> 
<221> 
<222> 
<400> 



APPLICANT : McCarthy, Sean A. 

l^Z ™- «™ <*» ™ » ^ ACID MOLECULES „ 0SES 

FILE REFERENCE: MEI-008 

NUMBER OF SEQ ID NOS • 19 
SOFTWARE: Patent In Ver 2 0 
SEQ ID NO 1 
LENGTH: 2479 
TYPE : DNA 

ORGANISM: Homo sapiens 
FEATURE : 
NAME /KEY: CDS 
LOCATION: (38j..(i 08 7) 
SEQUENCE : 1 

« 9g3 S3TOt gcgggogcag to ^ ^ ^ ^ 

Met Gin Arg Leu Gly Ala 

Thr Lei S c ys C S Leu Leu Ea S Ea S^V* \ C * ?CC "^cg 
10 Ala Ala Val Pro Thr Ala Pro Ala 

ccc get CC g acg gcg acc teg get cca at« 20 
- Ala Pro Thr Ala Thr Ser Ala £ £ £ £ £J £ £ 

= 5 5 = = = = = = = = 2 £ S = s 

1 = S S S = = = = - 2 5 = H e 

gag atg gag gca gaa gaa get act " 

«. - «u uu s S « s - « 

ctg gca aac tta cct ccc age t*t 8 ° 8 5 

- M. As „ Pro Pro s „ ^ - « « £ »e « ^ ^ 

aac gtt gga aat aat acc ate cat 100 
Asn val Gly Asn Asn Thr lie Ts Val His T *" ° aC ^ at * 

105 J" Val Hls A ^g Glu lie His Lys H e 

115 



etc 
Leu 



gaa 
Glu 
70 
aac 
Asn 



55 



103 



151 



199 



247 



295 



acg 343 



391 
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A ^ 


9.CC 


aac 


aac 


cag 


act 


gga 


caa 


aty 


gt c 


t- 1- 1- 


utd 




did 


y 11 


ct L-l» 


aca 


*± j y 


A C 


1 ill. 


Asn 


Asn 




X III. 




C] n 
(^iXIJ. 


Met- 
ric: L. 


Vd.X 


rile 


Ser 




TVt-r 


vdl 


X 1c 


TVir* 
1 XIX 




A 1 




J-Z U 










19 c 

XZ 3 






















A R 
ft O 




gtg 


gga 


gac 


gaa 


gaa 


ggc 


aga 


agg 


age 


cae 


gag 


tgc 


d. n 


all. 


gac 


AU.7 
*± 0 / 


49 


Ser 


vai 


g xy 


Asp 


GXU 


GXU 


Gxy 


Arg 


Arg 


Ser 


HIS 


VjXU 


Cys 


Tic 

x xe 


x xe 


Asp 




3 U 












X*i U 




















X O U 




O 1 


gag 


gac 


cgt 


ggg 


ccc 


age 


atg 




tgc 


cag 


t* t- h 
III 


gee 


age 


110 


cag 


i- a p 

cac 


c o c 


DZ 


GXU 


Asp 


Cys 


Gxy 


Pro 


Ser 


fiec 


Tyr 


Cys 




rue 


A "1 a 
nld 


Ser 


irne 


Pin 
Gxn 


Tyr 














i t;t; 
ijj 










T cn 

lDu 










IDj 






54 


3.CC 


tgc 


cag 


cca 


tgc 


egg 


ggc 


cag 


agg 


aug 


etc 


tgc 


acc 


egg 


gac 


agt 


C Q "2 


55 


i nr 


Cys 


Gxn 


Pro 


Cys 


Arg 


Gxy 


P 1 -n 

Gin 


Arg 


irieu 


Leu 


Cys 


inr 


Arg 


Asp 


Ser 




o b 








x / u 










X / D 










1 Oft 

xo u 








57 


gag 


tgc 




gga 


gac 


cag 


ctg 


tgt 


gtc 


tgg 


ggt 


cac 


tgc 


acc 


aaa 


acg 


Oil 


Do 


GXU 


Cys 


Cys 


Gxy 


Asp 


Gxn 


Leu 


Cys 


vai 


Trp 


uiy 


HIS 


Cys 


Thr 


Lys 


Ml a 4- 

iwec 




K Q 

d y 






IOC 

XtJ 3 










1 Qfi 

XiJU 










X j D 










bU 


gcc 


acc 


agg 


ggc 


age 


aac 


ggg 


acc 


acc 


tgt 


gac 


aac 


cag 


agg 


gac 


tgc 


C H Q 


61 


Ala 


Thr 


Arg 


Gly 


Ser 


Asn 


Gly 


Thr 


lie 


Cys 


Asp 


Asn 


Gin 


Arg 


Asp 


Cys 




bZ 




0 n n 










one 
Z U D 










OI A 

z xu 












DO 


cag 


ccg 


ggg 


ctg 


tgc 


cgt 


gee 


etc 


cag 


aga 


ggc 


ctg 


ctg 


ccc 


cct 


gtg 


/Z / 


64 


Gin 


Pro 


Gly 


Leu 


Cys 


Cys 


Ala 


Phe 


Gin 


Arg 


Gly 


Leu 


Leu 


Phe 


Pro 


vai 




b -> 












Z Z U 










zz 0 










Z 0 U 




c c 

D D 


tgc 


aca 


ccc 


ctg 


ccc 


gtg 


gag 


ggc 


gag 


ecu 


tgc 


cac 


gac 


ccc 


gee 


age 


/ /3 




Cys 


Thr 


Pro 


Leu 


Pro 


vai 


p* 1 11 

G1U 


Giy 




Leu 


Cys 


HxS 


Asp 


Pro 


Ala 
Aid 


Ser 




bo 




















0 a n 










Z4D 






b y 


egg 


Cut 


ctg 


gac 


etc 


acc 


acc 


tgg 


gag 


eta 


gag 


cct 


gac 


gga 


gee 


ccg 


oz J 


70 


Arg 


Leu 


Leu 


Asp 


Leu 


ne 


Thr 


Trp 


G1U 


Leu 


bill 


Pro 


Asp 


pi,, 
Giy 


Ala 

Aia 


Leu 




/ X 


















Z D D 










z b u 








72 


gac 


cga 


tgc 


cct 


tgt 


gec 


age 


ggc 


etc 


etc 


tgc 


cag 


ccc 


cac 


age 


cac 


8 71 


■"7 O 


Asp 


Arg 


Cys 


Pro 


Cys 


Ala 


Ser 


Gly 


Leu 


Leu 


Cys 


Gin 


Pro 


TJ -i r-> 
HIS 


Ser 


His 




1 A 
f *± 






zor> 










OTA 
Z / U 










275 










75 


age 


ctg 


gtg 


tat 


gtg 


tgc 


aag 


ccg 


acc 


ttc 


gtg 


ggg 


age 


cgt 


gac 


caa 


919 


76 


Ser 


Leu 


vai 


Tyr 


TT 3 "1 

vai 


Cys 


Lys 


Pro 


Thr 


Phe 


Vai 


Gly 


Ser 


Arg 


Asp 


Gin 




77 




280 










285 










290 












78 


gat 


ggg 


gag 


ate 


ctg 


ctg 


ccc 


aga 


gag 


gtc 


ccc 


gat 


gag 


tat 


gaa 


gtt 


967 


79 


Asp 


Gly 


Glu 


He 


Leu 


Leu 


Pro 


Arg 


Glu 


Vai 


Pro 


Asp 


Glu 


Tyr 


Glu 


Vai 




80 


295 










300 










3Q5 










310 




81 


ggc 


age 


ttc 


atg 


gag 


gag 


gtg 


cgc 


cag 


gag 


ctg 


gag 


gac 


ctg 


gag 


agg 


1015 


82 


Gly 


Ser 


Phe 


Met 


Glu 


Glu 


Vai 


Arg 


Gin 


Glu 


Leu 


Glu 


Asp 


Leu 


Glu 


Arg 




83 










315 










320 










325 






84 


age 


ctg 


act 


gaa 


gag 


atg 


gcg 


ctg 


agg 


gag 


cct 


gcg 


get 


gee 


gee 


get 


1063 


85 


Ser 


Leu 


Thr 


Glu 


Glu 


Met 


Ala 


Leu 


Arg 


Glu 


Pro 


Ala 


Ala 


Ala 


Ala 


Ala 




86 








330 










335 










340 








87 


gca 


ctg 


ctg 


gga 


agg 


gaa 


gag 


att 


tagatctgga ccaggctgtg ggtagatgtg 


1117 


CO CO 
\D 00 


Ala 


Leu 


Leu 
345 


Gly 


Arg 


Glu 


Glu 


He 
350 






,1 




90 


caatagaaat agctaattta tttccccafcfe 


r tgtgtgcttt 


aagcgtgggc tgaccaggct 


1177 


91 


tcttcctaca tcttcttccc agtaagtttc ccctctggct 


tgacagcatg aggtgttgtg 


1237 


92 


catttgttca gctcccccag gctgttctcc aggcttcaca 


gtctggtgct tgggagagtc 


1297 


93 


aggcagggtt aaactgeagg agcagtttgc cacccctgtc 


cagattattg getgetttge 


1357 


94 


ctctaccagt tggcagacag ccgtttgttc tacatggctt 


tgataattgt ttgaggggag 


1417 
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95 




gag a t ggaaa 


caatgtggag 


tctccctctg 


attggttt tg 


gggaaatgtg gagaagagtg 


1477 


96 




CCCtGCtttCJ 


caaacatcaa 


cctggcaaaa 


atgcaacaaa 


tgaattttcc 


aegcagttet 


1537 


97 




ttccatcrGGC 


ataggtaagc 


tgtgccttca 


actcrttacaa 


atgaaatgtt 


ctgttcaccc 


1597 


98 




tocat"tacat 


atatttattc 


ateeacrcacrt 


gt t get cage 


tcctacctct 


gtgecaggge 


1657 


Q Q 




cty wd o UL^La 




W CtCt L" <w w W. w 




gectggggag ggggtcattg 


1717 


i on 




ttctcctcgt 


ccatcaggga 


tttcagaggc 


tcagagactg 


caagctgett 


gcccaagtca 


1777 


X U X 




cacagctagt 


gaagaccaga 


gcagtttcat 


ctggttgtga 


ctctaagctc 


agtgctctct 


1837 


i no 




ccactacccc 


acaccagcct 


tggtgccacc 


aaaagtgctc 


cccaaaagga 


aggagaatgg 


1897 


i m 




gatttttctt 


ttgaggcatg 


cacatctgga 


attaaggtca 


aactaattct 


cacatccctc 


1957 


X u*± 




taaaagtaaa 


ctactgttag 


gaacagcagt 


gttctcacag 


tgtggggcag 


ccgtccttct 


2 017 






aatgaagaca 


atgatattga 


cactgtccct 


ctttggcagt 


tgcattagta 


actttgaaag 


2077 


lUo 




gtatatgact 


gagegtagea 


tacaggttaa 


ectgeagaaa 


cagtacttag 


gtaattgtag 


9 17 7 
Z X J f 


±U / 




ggegaggatt 


ataaatgaaa 


tttgcaaaat 


cacttagcag 


caactgaaga 


caattatcaa 


9 1 Q 7 
z x y f 


lot? 




ccacgtggag 


aaaatcaaac 


cgagcagggc 


tgtgtgaaac 


atggttgtaa 


tatgegactg 


Z Z 3 / 


luy 




cgaacactga 


actctacgcc 


actccacaaa 


tgatgttttc 


aggtgtcatg 


gactgttgcc 


Oil 7 

Z J X f 


110 




accatgtatt 


catccagagt 


tcttaaagtt 


taaagttgca 


catgattgta 


taagcatget 


9 1 7 7 
Z 3 I ( 


XXX 




ttctttgagt 


tttaaattat 


gtataaacat 


aagttgcatt 


tagaaatcaa 


gcataaatca 


94.** 7 


112 




cttcaactgc 


taaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aa 








9 A 7 Q 

z^t / y 


11 j 


< Z 1U > 


SEQ 


ID NO 2 






























114 


<Z 11> 


LENGTH : 


350 






























lie; 
1 ID 


>oi o^ 

< Z IZ > 


TYPE: PRT 






























i i z: 
lib 


<z 1 J > 


ORGANISM: Homo i 


sapiens 






















11 / 


<*± U U > 


SEQUENCE : 2 






























1 1 o 

lib 




Met 


Gin 


Arg 


Leu 


Gly 


Ala 


Thr 


Leu Leu 


Cys 


Leu 


Leu 


Leu Ala 


Ala 


Ala 




1 1 G 
1 1 17 




1 








5 












10 








15 






ion 
Iz u 




val 


Pro 


Thr 


Ala 


Pro 


Ala 


Pro 


Ala Pro 


Thr 


Ala 


Thr 


Ser Ala 


Pro 


Val 




191 
XZ 1 










20 












25 








30 








i on 
lzz 




Lys 


Pro 


Gly 


Pro 


Ala 


Leu 


Ser 


Tyr Pro 


Gin 


Glu 


Glu 


Ala Thr 


Leu 


Asn 




1 9** 








35 












40 










45 








1 O/l 
1Z4 




Glu 


Met 


Phe 


Arg 


Glu 


Val 


Glu 


Glu Leu 


Met 


Glu 


Asp 


Thr Gin 


His 


Lys 




IOC 






50 












55 










60 










log 

lz O 




Leu 


Arg 


Ser 


Ala 


Val 


Glu 


Glu 


Met Glu 


Ala 


Glu 


Glu 


Ala Ala 


Ala 


Lys 




127 




65 










70 










75 








80 




TOO 

lz o 




Ala 


Ser 


Ser 


Glu 


Val 


Asn 


Leu 


Ala Asn 


Leu 


Pro 


Pro 


Ser Tyr 


His 


Asn 




XZ J? 












85 












90 








95 






1 Oft 

1JU 




Glu 


Thr 


Asn 


Thr 


Asp 


Thr 


Asn 


Val Gly 


Asn 


Asn 


Thr 


He His 


Val 


His 




131 










100 










105 








110 








132 




Arg 


Glu 


lie 


His 


Lys 


He 


Thr 


Asn Asn 


Gin 


Thr 


Gly Gin Met 


Val 


Phe 




133 








115 












120 










125 








134 




Ser 


Glu 


Thr 


Val 


He 


Thr 


Ser 


Val Gly 


Asp 


Glu 


Glu 


Gly Arg Arg 


Ser 




135 






130 












135 










140 










136 




His 


Glu 


Cys 


He 


He 


Asp 


Glu 


Asp Cys 


Gly 


Pro 


Ser 


Met Tyr 


Cys 


Gin 




137 




145 










150 










155 








160 




138 




Phe 


Ala 


Ser 


Phe 


Gin 


Tyr 


Thr 


Cys Gin 


Pro 


Cys 


Arg 


Gly Gin Arg Met 




139 












165 












170 








175 






140 




Leu 


Cys 


Thr 


Arg 


Asp 


Ser 


Glu 


Cys Cys 


Gly 


Asp 


Gin 


Leu Cys 


Val 


Trp 




141 










180 










185 








190 








142 




Gly 


His 


Cys 


Thr 


Lys 


Met 


Ala 


Thr Arg 


Gly 


Ser 


Asn Gly Thr 


lie 


Cys 




143 








195 












200 










205 








144 




Asp 


Asn 


Gin 


Arg 


Asp 


Cys 


Gin 


Pro Gly 


Leu 


Cys 


Cys 


Ala Phe Gin Arg 
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T A C 






Z J-U 










215 










oo n 

Z £, U 












14b 




pi , r 
Vjiy 


Leu 


Leu 


fne 


Pro 


vai 


Cys 


Thr 


Pro 


Leu 


Pro 


Vol 


blu 


tjiy 




Leu 




~\ AH 




0 O c; 










o ~\ n 










235 










OAC\ 
Z *± U 




i^t o 




Cys 


tlx b 


Asp 


Pro 


/-ll ct 


Ser 


Arg 


Leu 


Leu 


Asp 


Leu 


He 


Thr 


Trp 




Leu 




1 A Q 

i** y 












O A Ci 










250 
















lDU 




Glu 


Pro 


Asp 


Gly 


TV 1 3 
Aid 


Leu 


Asp Arg 


Cys 


Pro 


Cys 


Ala 


Ser 


oiy 


Leu 


Leu 




TCI 
ID! 










260 










265 










o *7 n 

z / u 








ID Z 




Cys 


Gin 


Pro 


His 


Ser 


His 


Ser 


Leu 


Val 


Tyr Val 


Cys 


Lys 


Pro 


Thr 


■fcrllci 




153 








275 










280 










285 














Val 


Gly 


Ser 


Arg 


Asp 


Gin 


Asp Gly Glu 


He 


Leu 


Leu 


Pro 


Arg 


blU 


Val 




155 






290 










295 










300 












1 

1DO 




Pro 


Asp 


Glu 


Tyr 


Glu 


Val 


Gly Ser 




Met 


Glu 


Glu 


Val 


Arg 




ulU 




J.J / 




305 










310 










315 










7 9 0 
J Z \J 




lbo 




Leu 


Glu 


Asp 


Leu 


Glu 


Arg 




Leu 


i III 


Glu 


Glu 


Met 


Ala 


Leu 


Arg 


CjIU 




ICQ 
iO? 












325 










330 










'lie; 
j J j 






lb U 




Pro 


Ala 


Ala 


Ala 


Ala 


Ala 




Leu 


Leu 


Gly Arg Glu Glu 


Tie 








161 










340 






























<z 1 U > 


SEQ 


ID NO 3 






























JL D J 


<. Z X X > 


LENGTH : 


1050 




























lb4 


< Z lZ > 


TYPE: DNA 






























loo 


<<£ 1 J > 


ORGANISM: Homo sapiens 
























lob 


<zz u > 


FEATURE 
































16 / 


<22 1> 


NAME /KEY: CDS 




























lb o 


« « « 
<zzz > 


LOCATION: (l) . . 


(1050) 
























1 to 
lb J 


<*t u u > 


SEQUENCE : 3 






























1/0 




atg 


cag 


egg 


ctt 


ggg 


gec 


acc 


ctg 


ctg 


tgc 


ctg 


ctg 


ctg 


gcg 


gcg 


gcg 


A O 


1 *7 T 
1/1 




Met 


Gin 


Arg 


Leu 


Gly 


Ala 


Thr 


Leu 


Leu 


Cys 


Leu 


Leu 


Leu 


Aia 


Aid 


A.ia 




1 10 
1 / Z 




1 








5 










10 










1j 






I/O 




gtc 


ccc 


acg 


gee 


ccc 


gcg 


ccc 


get 


ccg 


acg 


gcg 


acc 


teg 


get 


cca 


gtc 


Q C 

y b 


-i n a 
1 / ft 




Val 


Pro 


Thr 


Ala 


Pro 


Ala 


Pro 


Ala 


Pro 


Thr 


Ala 


Thr 


Ser 


/-tlcl 


Pro 


VcLX 




1/3 










20 










25 










1 Pi 
O U 








l / b 




aag 


ccc 


ggc 


ccg 


get 


etc 


age 


tac 


ccg 


cag 


gag 


gag 


gec 


acc 


etc 


aat 


1 A A 


1 / / 




Lys 


Pro 


Gly 


Pro 


Ala 


Leu 


Ser 


Tyr 


Pro 


Gin 


Glu 


Glu 


Ala 


Thr 


Leu 


Asn 




I/O 








35 










40 










45 










17 9 




gag 


atg 


ttc 


cgc 


gag 


gtt 


gag 


gaa 


ctg 


atg 


gag 


gac 


acg 


cag 


cac 


aaa 


192 


1 OA 

loU 




Glu 


Met 


Phe 


Arg 


Glu 


Val 


Glu 


Glu 


Leu 


Met 


Glu Asp 


Thr 


<jin 


nlS 


Lys 




X O X 






50 










55 










60 












182 




ttg 


cgc 


age 


gcg 


gtg 


gaa 


gag 


atg 


gag 


gca 


gaa 


gaa 


get 


get 


get 


aaa 


240 


183 




Leu 


Arg 


Ser 


Ala 


Val 


Glu 


Glu 


Met 


Glu 


Ala 


Glu 


Glu 


Ala 


Ala 


Ala 


Lys 




184 




65 










70 










75 










80 




185 




gca 


tea 


tea 


gaa 


gtg 


aac 


ctg 


gca 


aac 


tta 


cct 


ccc 


age 


tat 


cac 


aat 


288 


186 




Ala 


Ser 


Ser 


Glu 


Val 


Asn 


Leu 


Ala 


Asn 


Leu 


Pro 


Pro 


Ser 


Tyr 


His 


Asn 




187 












85 










90 










95 






188 




gag 


acc 


aac 


aca 


gac 


acg 


aac 


gtt 


gga 


aat 


aat 


acc 


ate 


cat 


gtg 


cac 


336 


189 




Glu 


Thr 


Asn 


Thr 


Asp 


Thr 


Asn 


Val 


Gly 


Asn 


Asn 


Thr 


He 


His 


Val 


His 




190 










100 










105 










110 








191 




cga 


gaa 


att 


cac 


aag 


ata 


acc 


aac 


aac 


cag 


act 


gga 


caa 


atg 


gtc 


ttt 


384 


192 




Arg 


Glu 


lie 


His 


Lys 


He 


Thr 


Asn 


Asn 


Gin 


Thr Gly Gin 


Met 


Val 


Phe 




193 








115 










120 










125 










194 




tea 


gag 


aca 


gtt 


ate 


aca 


tct 


gtg 


gga 


gac 


gaa 


gaa 


ggc 


aga 


agg 


age 


432 



1636 
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195 




Ser 


Glu 


Thr 


Val 


He 


Thr 


Ser 


Val 


Gly 


Asp 


Glu 


Glu 


Gly 


Arg 


Arg 


Ser 


196 






130 










135 










140 










197 




cac 


gag 


tgc 


ate 


ate 


gac 


gag 


gac 


tgt 


ggg 


ccc 


age 


atg 


tac 


tgc 


cag 


198 




His 


Glu 


Cys 


He 


He 


Asp 


Glu 


Asp 


Cys 


Gly 


Pro 


Ser 


Met 


Tyr 


Cys 


Gin 


199 




145 










150 










155 










160 


200 




ttt 


gec 


age 


ttc 


cag 


tac 


acc 


tgc 


cag 


cca 


tgc 


egg 


ggc 


cag 


agg 


atg 


201 




Phe 


Ala 


Ser 


Phe 


Gin 


Tyr 


Thr 


Cys 


Gin 


Pro 


Cys 


Arg 


Gly 


Gin 


Arg 


Met 


202 












165 










170 










175 




203 




etc 


tgc 


acc 


egg 


gac 


agt 


gag 


tgc 


tgt 


gga 


gac 


cag 


ctg 


tgt 


gtc 


tgg 


204 




Leu 


Cys 


Thr 


Arg 


Asp 


Ser 


Glu 


Cys 


Cys 


Gly 


Asp 


Gin 


Leu 


Cys 


Val 


Trp 


205 










180 










185 










190 






206 




ggt 


cac 


tgc 


acc 


aaa 


atg 


gee 


acc 


agg 


ggc 


age 


aat 


ggg 


acc 


ate 


tgt 


207 




Gly 


His 


Cys 


Thr 


Lys 


Met 


Ala 


Thr Arg 


Gly 


Ser 


Asn 


Gly 


Thr 


He 


Cys 


208 








195 










200 










205 








209 




gac 


aac 


cag 


agg 


gac 


tgc 


cag 


ccg 


ggg 


ctg 


tgc 


tgt 


gee 


ttc 


cag 


aga 


210 




Asp 


Asn 


Gin 


Arg 


Asp 


Cys 


Gin 


Pro Gly 


Leu 


Cys 


Cys 


Ala 


Phe 


Gin 


Arg 


211 






210 










215 










220 










212 




ggc 


ctg 


ctg 


ttc 


cct 


gtg 


tgc 


aca 


ccc 


ctg 


ccc 


gtg 


gag 


ggc 


gag 


ctt 


213 




Gly 


Leu 


Leu 


Phe 


Pro 


Val 


Cys 


Thr 


Pro 


Leu 


Pro 


val 


Glu 


Gly 


Glu 


Leu 


214 




225 










230 










235 










240 


215 




tgc 


cat 


gac 


ccc 


gee 


age 


egg 


ctt 


ctg 


gac 


etc 


ate 


acc 


tgg 


gag 


eta 


216 




Cys 


His 


Asp 


Pro 


Ala 


Ser Arg 


Leu 


Leu 


Asp 


Leu 


He 


Thr 


Trp 


Glu 


Leu 


217 












245 










250 










255 




218 




gag 


cct 


gat 


gga 


gec 


ttg gac 


cga 


tgc 


cct 


tgt 


gee 


agt 


ggc 


etc 


etc 


219 




Glu 


Pro 


Asp 


Gly 


Ala 


Leu Asp 


Arg 


Cys 


Pro 


Cys 


Ala 


Ser 


Gly 


Leu 


Leu 


220 










260 










265 










270 






221 




tgc 


cag 


ccc 


cac 


age 


cac 


age 


ctg 


gtg 


tat 


gtg 


tgc 


aag 


ccg 


acc 


ttc 


222 




Cys 


Gin 


Pro 


His 


Ser 


His 


Ser 


Leu 


Val 


Tyr 


Val 


Cys 


Lys 


Pro 


Thr 


Phe 


223 








275 










280 










285 








224 




gtg 


ggg 


age 


cgt 


gac 


caa 


gat 


ggg 


gag 


ate 


ctg 


ctg 


ccc 


aga 


gag 


gtc 


225 




Val 


Gly 


Ser 


Arg 


Asp 


Gin 


Asp 


Gly Glu 


He 


Leu 


Leu 


Pro 


Arg 


Glu 


Val 


226 






290 










295 










300 










227 




ccc 


gat 


gag 


tat 


gaa 


gtt 


ggc 


age 


ttc 


atg 


gag 


gag 


gtg 


cgc 


cag 


gag 


228 




Pro 


Asp 


Glu 


Tyr 


Glu 


Val 


Gly 


Ser 


Phe 


Met 


Glu 


Glu 


Val 


Arg 


Gin 


Glu 


229 




305 










310 










315 










320 


230 




ctg 


gag 


gac 


ctg 


gag 


agg 


age 


ctg 


act 


gaa 


gag 


atg 


gcg 


ctg 


agg 


gag 


231 




Leu 


Glu 


Asp 


Leu 


Glu 


Arg 


Ser 


Leu 


Thr 


Glu 


Glu 


Met 


Ala 


Leu 


Arg 


Glu 


232 












325 










330 










335 




233 




cct 


gcg 


get 


gee 


gec 


get 


gca 


ctg 


ctg 


gga 


agg 


gaa 


gag 


att 






234 




Pro 


Ala 


Ala 


Ala 


Ala 


Ala 


Ala 


Leu 


Leu 


Gly 


Arg 


Glu 


Glu 


He 






235 










340 










345 










350 






236 


<210> 


SEQ 


ID NO 4 




























237 


<211> 


LENGTH : 


848 




























238 


<212> 


TYPE: DNA 




























239 


<213> 


ORGANISM: Homo sapiens 






















240 


<220> 


FEATURE : 






























241 


<221> 


NAME /KEY : CDS 


























242 


<222> 


LOCATION: (125) . 


. . (796) 






















243 


<400> 


SEQUENCE: 4 




























244 




gaatteggea cgagagacga cgtgctgagc tgecagctta 


gtggaagctc tgctctggc 


Please Note: 






























i 


w 



480 



528 



576 



624 



672 



720 



768 



816 



864 



912 



960 



1008 



1050 



Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence listing to ensure that a corresponding explanation is presented id the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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F, VERIFICATION SUMMARY ▼ 

Latent application us^J 0 09 / Xa 
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TIME: 12:48:44 



Line ? Error/warning 



90 W "N" or "Y==.n j 
442 W "N" or <<xT' ""J* FeatUre ^red 



Input Set: I009802A.RAW 

Original Text 

agagt c nagaacgca aggatctc 



